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Library reverse primer Library Reverse Primer P (dTIVN
5T  —— — — 10x Barcode Poly Vi
Library forward primer RPE PCR amphicon o———— Pm-::seq PCR1 2
\ >

Rl UMI
3’ mRNA5AbseqEBY X

B ENFRERSEHR

handle
MEERE-3" mRNA 20,000~50,000 reads/cell =
MR E-Abseq 200-400 reads/anticody/cell 10x Feature Barcodingiif&igit i EIE R = E
MR PE150
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TruSeq 10x
Read 1 BC UMI PolyldTIVN

Mextera 10x UMI Caplure

Read 1 BC Seq 1
/ (Read M)
Illl‘ill.l..hqlq Pt = A
. | RLEEIEILEE ¥ . e Antibody
PalyidTIVN Y
Read 1N 10x  ———
dny l Revarsi Ty nairipticn BC Capture Feature TruSeq
.MM“__ Seg!1 Barcode Read2
—  — ccc
lTl:mplﬂE Swilch Dligo Priming
My, T80 L —aeee— . |
| ——— eyl — —— o e
—— e cce
Read 1N 10x UMI| Capture Feature Read 2
l };'.’m’;séﬂf:ém BC Seqi  Barcode
Mday TS0
T p— o I DMA from cell surface protein Feature Barcode
o E— €€ C —

Read1 10x UMI Poby{dTiWN
BC

cOMA from poly-ademdaled mRNA

mMRNAS REEHRIEE

W SCRELH

3’ gene expression3(E:

Read 1:28
Sample Sample
Index (i5:100 M Index (iT:10)
I B T ki
I 2T |
P5 TruSeqRead 1 10x UM Poly[dTIVN = TruSeqRead2 P7
Barcode Read 2:30

Insert

10x Genomics 3’ gene expressionX R R E

REEHANXE:
Sample Read 1:28 Sample
Index (i5:10) 1BCUMI Index{i7:10)

P5 MNextera Read 1 10x UMl Caplure Featura
[Read 1N) Barcode Sequence 1 Barcode Truteqfead 2
Read 2:90*

10x Genomics Cell Surface Protein X EREE

B ENNFRERSEH

MEFFRE-3 mRNA 20,000~50,000 reads/cell

7&

10x Feature BarcodingFfr B #i{A 2 B Biolegend FF & & 7=, HHTA = 4t/ TotalSeq™. TotalSeq™ X 53 Ay TotalSeq™-A

TotalSeq™-B#ITotalSeq™-CE X i % &40 : TotalSeq™-AF110x Genomics 3’ v2Hv3iXFI S LA, hiEAFEMETF
poly-AR BH#FAM B4 547 &, f0Bio-Rad ddSeq, Fluidigm C1, Celsee Genesis, Drop-seq%;TotalSeq™-B#110x
3’ V3 V3. 189 I E LA, TotalSeq™-CH110x 5° V(D) JAYiR 77 & ITED,

Cat_Num |Long_Description

399901  |TotalSeq™-A Human TBNK Cocktail
399902  |TotalSeq™-B Human TBNK Cocktail
399903  |TotalSeq™-C Human TBNK Cocktail

TBNK panel
CD80 | CD3 CD194 CD140b | CD152 |CD366 CD370 CD137 | CD18 CD207 CD307e GPR56
CD86 | CD8 Cb4 EGFR CD223 |CD272 XCR1 CD254 | CD28 CD49a CD319 HLA-E
CD274 | CD56 CD44 CD146 | KLRG1 |CD278 Notch 1 CD163 | TSLPR CD49d CD99 CD82
CD273 | CD19 CD14 CD324 Cb27 CD58 Integrin 37 | CD83 CD38 CD73 CLEC12A CD101
CD275 | CD33 CD16 IgM CD107a |CD96 CD268 CD357 | CD127 TCRVa7.2 CD257 CD360
CD270 | CD1lc CD25 CD5 CD95 CD39 CD42b CD124 | CD45 TCRV&2 CD352 CD88
CD252 | CD34 CD45R0O TCRy/& | CD134 |CD178 CD54 CD13 CD22 TCR VY9 CD94 Podocalyxin
CD137L| CD269 CD279 CD183 HLA-DR |CX3CR1 CD62P CD184 | CD71 TCRVa24-Jal8 | CD150 CD224
CD155 | HLA-A,B,C | TIGIT CD195 | CDl1c CD24 CD119 CD2 B7-H4 CD305 Ig light chain k |CD258
CD112 | CD117 (c-kit) | CD20 CD32 CD11b |CD21 TCRa/B CD226 | CD26 LOX-1 Mac-2 DR3
CD47 | CD10 CD335 CD196 | CD64 CDl1la Notch 3 CD29 CD204 CD158b CD85j Mouse IgG1, k Isotype Ctrl
CD70 | CD45RA CD294 CD185 | CD141 |CD79b CD106 CD303 | CD144 CD209 CDb23 Mouse 1gG2a, k Isotype Ctrl
CD30 | CD123 CD45R/B220| CD103 | CD1d CD66a/c/e | CD122 CD49b | CDl1a CD158el Ig light chain A |Mouse 1gG2b, k Isotype Ctrl
CD48 | CD7 CD326 CD69 CD314 | CD244 CD267 Ccb81 CD304 CD158f HLA-A2 Rat 1gG2b, k Isotype Ctrl
CD40 | CD105 CD31 CD62L | CD66b | CD235ab | CD62E CD98 | CD36 CD337 GARP Rat 1gG1, k Isotype Ctrl
CD154 | CD201 Podoplanin | CD197 | CD35 CD206 FceRla IgGFc | CD158 | CD336 CD328 Rat 1gG2a, k Isotype Ctrl
CD52 | CD49f CD140a CD161 | CD57 CD169 CD41 IgD CD325 | CD307d TCRVPB13.1 Armenian Hamster IgG Isotype Ctrl

Totalseq-C&%human panel (197 MAE+T M REIE)

M RE-Surface Protein 5,000~10,000 reads/cell
MR PE150
BREY
13 KIALYIRA

CD3 |CD34 | XCR1 CD152 |CD140a |TCR Va2 integrin B7 CD117 (c-kit) CD122 (IL-2RB) CD300LG (Nepmucin) CD370 (CLEC9A, DNGR1)
CD4 |CD38 | CD80 | CD163 |CD301b |TCR Vy2 MERTK (Mer) | CD134 (0X-40) | CD124 (IL-4Raq) CD62P (P-selectin) IL-33Rat (IL1RL1, ST2)

CD5 |CD39 | CD83 CD207 |CD45.1 | TCRVy3 TCR B chain CD15 (SSEA-1) CD127 (IL-7Ra) Ly-6G/Ly-6C (Gr-1) H-2Kb bound to SIINFEKL
IgD | CD40 | CD86 CD49a |CD45.2 |TCRY/8 CD150 (SLAM) | CD182 (CXCR2) | CD169/Siglec-1 Mac-2 (Galectin-3) TER-119/Erythroid Cells

IgM | CD43 | CD8a CD49b [{CD90.1 | MAdCAM-1 CD192 (CCR2) | CD183 (CXCR3) | CD172a (SIRPa) CD1d (CD1.1, Ly-38) CD93 (AA4.1, early B lineage)
CD14|CD44 | ESAM CD49d |CD90.2 |SiglecH CD197 (CCR7) | CD185 (CXCR5) | CD326 (Ep-CAM) CD21/CD35 (CR2/CR1) Mouse 1gG1, k isotype Ctrl
CD19|CD45 | CD103 | CD49f |CX3CR1 | TCRVa8.3 CD198 (CCR8) | CD223 (LAG-3) TCRVP5.1,5.2 CD252 (OX40 Ligand) Mouse 1gG2a, k isotype Ctrl
CD20|CD54 | CD106 | CD62L |FceRla | TCRVa8.3 CD278 (ICOS) | CD335 (NKp46) | TCRV[R8.1,8.2 CD204 (Scavenger R1) Mouse 1gG2b, k isotype Ctrl

CD23|CD61 | CD1la | F4/80 |IL-23R | CD45R/B220 | CD278 (ICOS) | CD366 (Tim-3)

CD107a (LAMP-1)

CD273 (B7-DC, PD-L2)

CD24|CD63 | CD11b | Ly-51 |NK-1.1 |CD55(DAF) |CD279 (PD-1) | TCRVyl.1/Cr4

Ly-6A/E (Sca-1)

CD274 (B7-H1, PD-L1)

CD25|CD68 | CD11c | Ly-6C |TCRyS | CD95 (Fas) CD357 (GITR) | TIGIT (Vstm3)

CD170 (Siglec-F)

CD304 (Neuropilin-1)

CD27|CD69 | CD135 | Ly-6G |CD16/32 | CD200 (OX2) |CD64 (FcyRI) | VISTA (PD-1H)

TCRVall.1,11.2

CD317 (BST2, PDCA-1)

CD31|CD73 | CD137 | Tim-4 |I-A/I-E | CD206 (MMR) | KLRG1 (MAFA) | CD115 (CSF-1R)

CD138 (Syndecan-1)

CD309 (VEGFR2, Flk-1)

Totalseq-C&%Imouse panel (135 MfA+3 1N RAE)
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4.2 2 ZRATAC+RNA

BARSAFATACHREERE, BN ST AR S AR E R RIEFRNAR BN B Ao @i X B A
BES I E AT XS BRI FE IR0, MTTE BARARASKINE BRIXEK. RARSHAFATAC + BERFRAZMBARIZER
AR, AR K EMMIZOHITIZE, XMEB LRI F GRS REIZDNA, AR R EEH AR R D R HE, 1
MAGEM, HrR B NEEICER (Gel Bead) & B ME—HIL0XFRZED FEGEMMA, ME—BIFAZAD S BN AMZABIMRNANI$ZEEDNA
R EEER BB R, AEGEMHARS, AR#HITAK. Y B X ENE RS RHNGEMKIE H RN XE, — B TFRNANF

H—TATFATACH . IRIFATH D FE S I UERNRIES VMR, HRARI T, KA L. KB UK
ﬁfkiﬂ’]glﬂh’fﬁﬁﬂiﬁﬁ,m%ﬁﬁiﬂﬂyiﬂ—:ﬁﬁﬁ TWENIER,

., Single Coll
= F'mmmpliﬁn:n'linn: < ATAC Library
mé,,mﬁ,:.'dl e reseeess ""}"J Singla Call
. * Gane Expregslon
. Ubrary
I A
TP'ﬂrI.l.pﬁ.blﬂ | Iy ’, i‘ I: e |
Enzymes - x 5‘ /
~ L =
Tresnspositaon of W0 Barcoded
Hulal in bulk Accessila s, + Filda,
DM Fragmanis +
16x Barcoded mfis
Chromium B4l Z A FATAC+ERARIEFIEREE
GEM Generalion & Barcoding
O UM
Meod! Bormade  Pol(d TN
.——
B
K LRk
Ppod ! Tuwcods Poby{dTH
3 =]
. &=
] u...-:aph" l Poly-dT Prirmar
T
LT Pr— v
L
LI _—
Rsad W WA Bead N -i.q‘
44, o
N CE— cee
l 10x Barcode Attachment
I Template Swilch, Transcripl Exterrsion
4“.{44“ T80
R [— 4 AR riodr G
T ] L] ¢ ¢ cI
10x Genomics 3° MRNASATACRIRT 12 &
15 BREY
ESERSLYLTY

W X EE

3’ gene expression3FE:

Read 1:28
Sample Sample
Index (15:10) 10k DLl Index (i7:10)
_IIIIIIIIJIII_
_III[IIIHIII_
] T Read1 10x  UMI  PolyldTIVN = TruSeqRead?
A e i olyl Read2:90 o°d
Inserl
10x Genomics 3’ gene expression X EREE
ATACXFE:
Sample Sample
Index [|5:16:I: Read 1N:50 Index N (i7-8)

L IORRRRDRRRRRRRRRRNN

_!‘HEHHIIHIIHII_
P& 10x  Spacer ReadiN Insert ~ . Read2ZN
Barcode e Read ZN:49

10x Genomics ATACX EREE
B BN FFERSH

MERE-3 mRNA 20,000~50,000 reads/cell

M RE-ATAC 25,000~50,000 reads/cell
MRFEE PE150
43RBZAF
Q) PR S T BRSO R
TARSIER M BB RANLRARDS, B5HERINS
B G R R S B R 5. TARBE 4K (TCRs) (U F TR A E, 2—FhE

“RAEEQR, 88— Mo — MR TCRETLUSF IR H L
BIREZZAM (APC) REMNETBARBBRME S (MHC) 23
AR RMHURAL (PMHC) , 8 —3HHRFETCRET LU R IR —FhE
BMpMHC,

ImmudexAE]AIdCODE™ Dextramer® R A LIAAMHC
Dextramer®R FIARINIRAFAIDNAZ LD, M SEBXTRR SR
THRRARIZA M, dCODE™ Dextramer® AR 7 S HABRB T &
MR REBIRIE Z 50, BB EEpMHCE &1 ESIN T PERKE
Hl. SRR MR HIIEREN, AIERRR D EEENR
S METARAR,

ImmudexATIRIpMHCZ B {AF110x Genomicsh iz %45
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TR LAE R 10x Genomics MREZAEFMARTI R, M ERARENREE RS THRRE REEFRA. K
STEVFRM TCR FIE B AR TAMRE SRR ENRMENBES BN EMREFRAMIGREES, BT TCR KIZH
T3 AMRRTT A TR AR BT 5.

(1, B.
Anolyze coll surfoce
/ protein exprassion

A

.
Profile whole franscriptams
or lorgeled genes

#
™, rd
. .

[ =S
Idankify antigen
spacificity

D.

|salate poired immane
recoplor spguences

10x Genomics B ZAFRRAR

H—HhEAR A A BioLegend A HIFlex-T™ oFlex-T™ MHC Tetramer2# ATARKREHITCRZAEESIFF /K
HZEMNEY, ATHEMHC-ZREAY. B IMMHC-KESYNTCRAD FHIFMARE, MEZITMHC-REAYEES
StreptavidinEB &2 Flex-T™ MHC TetramerZ B{f, ZMNEERS, HRE &YW LEER NI EZSF MY, Xl ERRNA
Y EE SN TAR, R Tz 2 RNF, MeEMHC-ILE &¥)5 FBTARiZOligo Rk  EH @Y Streptavidin
(BRStreptavidin-PE-Oligo) A2 MHC-Tetramer, MHC-Tetrameri&& B T A4EARIE, RGBT NFF & RFH0ligofs
BiRBIR R R T4 RRAR R A R AR AL,

@ ©

9099‘ =

Peptide of interest
mixed with labile peptide-
loaded Flex-T™ monomers

[*] '%%
ICUREEY Rvnd

UV light degrades labile peptide,
allowing for substitution by
peptide of interest

Mix peptide-exchanged
monomers with fluorophore-
Streptavidin to produce tetramers

Identify Antigen-
specific CD8* T Cell

BioLegend Flex-T™RYSRI07AE

Q) R ZEBARE DT

B BAIRE S £ — MR, XA R B IR RS R M. LIBRA-seq RAR BB HIRIRFITURIFF EBAMR, R REX
LB R EREIEMNMNBBCREFF, AANRAKRA L BEMERT ZNARREHRTBENERS R TERTT
LIBRA-seqRRIE, B 5T, EARFRIMEDNAZIEBM 2t (PE) XA E MR TTIRG, HERAME R 5 ZF M ER SRR
HITRENE. SRHRNNRAES RNOBAREF AT SLLEFIFRER, TR2ARNFIREMRREREBARETE
&, NIRRT LUEZER 10x Genomics® R ZAFMRT T, HITHRE GRS THBARERIE USKMR SMAN EFD
FR R

BREY
17 ESER LYY 3
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SEWk:
[1]. Souza N D. Genetics: Single-cell genetics[J]. Nature Methods, 2013, 10(9):820.

[2]. Pennisi E. The biology of genomes. Single-cell sequencing tackles basic and biomedical questions[J]. Science,
2012, 336(6084):976-977.

[3]. Authors N. Method of the year 2013[J]. Nature Methods, 2014, 11(1):1.
[4]. Method of the Year 2019: Single-cell multimodal omics[J]. Nature Methods, 2020, 17(1):1.

[5]. Ramskold D, Luo S, WangY C, et al. Full-length mRNA-Seq from single-cell levels of RNA and individual circulating
tumor cells[J]. Nature Biotechnology, 2012, 30(8):777-782.

[6]. Picelli S, Bjorklund, Asa K, et al. Smart-seq2 for sensitive full-length transcriptome profiling in single cells[J].
Nature Methods, 2013, 10(11):1096-1098.

[7]. Picelli S, Faridani O R, Bjrklund S K, et al. Full-length RNA-seq from single cells using Smart-seq2[J]. Nature Proto-
cols, 2014, 9(1):171-181.

[8]. Zhu C, Preissl S, Ren B. Single-cell multimodal omics: the power of many[J]. Nature Methods, 2020, 17(1):11-14.
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[1]. LiH,Vand LA M, Yofe |, et al. Dysfunctional CD8T Cells Form a Proliferative, Dynamically Regulated Compartment
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=fl1:

SRR MEINERE (high-grade serous ovarian carcinoma) 2Bt R = M RIE IS, B aix 3R I EEA
TAHECFRESZR, FERAZ —MERZ—MRENMED FHEER202052810H, FiEAFWeatherall3 FEZF

ZTEfAhmed A. AhmedSRBeEF S METIFAF Christopher YaulfiztéH7ECancer Cell (IF=26.6) Z+E & REXHZFTIEX Y,
?clﬁEFr SIEIRE R AMERNANIE A Smart-Seq2zlE 7 ANRINE LRRAR, HilF 7496000 EERBIFINERERAR
[EEMONE E R4 (EEAR) , K IMHIOIE T HINE R eMidmIr e, G54 MRl sy, 1575 W-FEHES
YRRE BY LUK 1A R RV B R IR (U TR . AR E iR ARIEYE R A VMO E LR AR &R B Cellcycle, EMT, Differentiated#
KRT17 clusterPa- ML BRI, i@ 347 & IR TCGARIAOCSEIB R A L I B A4#8 o] LUEIE 52 markerE A (7 differen-
tiated markers, 10 KRT17 cluster markers, 12 EMT markers, 15 cell-cycle markers, #18 ciliated markers) fi2a¢fpaneli#
TEEDBHMAARBNH—T KM DR 247 (deconvolution) HFEJEMT (epithelial-mesenchymal transition, t KZ-[a] Ba¥%
1b) ARSI ELFIFRA TG EZ 1 4EX, 12 NEMT marker B Rt flEE B AR EFZHEME, BEX—BXEEAD
W7 BIRE PRI AIRES R, 7 #H—FIEPREMT R Bt A4 R SRS S eIk B TR, MRE IR B RLERE
FENEIREA (LCM) IREX T AE E R HIMEREA, Hi# 1T T ERANE, WLCMERSBIBDINEN TETCGAFAHKIBEEEN
KW, B R R R EERL TS I EEMIERZKURAMOCHIF# T T I, B2, XTI R A BAEMENFEEX T —
TED FREAER, SHINRRNTE AN HEREERM,
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=fH2:

CDT3Z— MBI I R B E YT A(ICT), FIENHCTLA-4F0471PD-1/PD-L1IEZ R AT E T A 1xS S
FERYIATT 73 T (B R IR AR L RXSER 0 45 E MR R BB B & RIS AR IBE R AL, fEts R R R0 E R EER BN HE bt i
NBER AT RNT BHERRUERRETER, REXERERFERAFEMDLEREES U Padmanee SharmatfZEIRE
IS ME ARRRIST AR E LB MEFIZEN R R AR D R, I T HERBUER R EFECDT3(hi) i BB,
PAXS PO GBMPBHIEE# 1T 7 SRR RNANIFY, 48R3 Ak 7 17 ML, B8 T4 CD3+TAAEFN 101~ CD3— CD68+BE A 4HAE,
7£101NCD3—CD68+RER AR, HHPHANZECDT73(hi)o SCRNA-seq Z/RCD73(hi) BElF AR E & R iNEIER, HERAES
BH/NRRARSIEARERHIE. 5 CD73 EARN AR SEERRAEE (TCGA) PR B AMRBHA#HITIR, £RE
BACDT3m&xAR BN B EFIE S FAR TR AR AR DT 5B T I PD-1HFKeytrudaia T MTR KIZR
i PD-1NHIFLAT VR BB AR R E, 1L T RACDTIN ERLIFE, HEBHPD-UaT & B R RSB HIT IR
RERENE,

P as
;}%‘ﬁ "‘1' -}l. a4
| D L

BT

i

EGBM/NERIEARY A, CDT3RYIR KGR 7 ICTAYT R

FFEIECDT3RA ] ATEGBMIATT R FA—TEX & aT VEE R IR R A RTEWTHICDT3-/-/NRPHEGL261 GBMAIER
B, CDT3MERKR AT LUBS A= A A BE R AR R I B LA M iR =/ R 17 [RBY, CDT3MERK AT LUR @ GBM/ N B X4
PD-1F04CTLA-4BX 578 T BIMARZ, 1275 7 INOS+G & R B MR NI EE R B+ CD8 TARRRTE MLl MBRIf R P EE
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CD3 | CD19 |[CD21 |CD26 | CD146 |NKp80 CD95 (Fas) CD272 (BTLA) CD81 (TAPA-1) HLA-DR, DP, DQ CD158 (KIR2DL1/S1/S3/S5)
CD8 |CD33 |CD54 |CD63 | cD62L |CD131 CD155 (PVR) |CD278(ICOS) | CD305 (LAIR1) | CD107a (LAMP-1) CD73 (Ecto-5'-nucleotidase)
CD7 |CDl4 |CD41 |CD36 | CD161 |CD116 CD56 (NCAM) | CD58 (LFA-3) CD319 (CRACC) | CD112 (Nectin-2) CD275 (B7-H2, BT-RP1, ICOSL)
CD4 | CD16 [CD43 |CD72 | CD11lb |CD45RA CD4of CD192 (CCR2) CD352 (NTB-A) CD57 Recombinant CD169 (Sialoadhesin, Siglec-1)
IgM | CD25 |CD83 |CD93 | CDlla |CD45RO CD79b (IgB) CD267 (TACI) CD152 (CTLA-4) | Iglight chain k Mouse 1gG1, k isotype Ctrl
CD5 |CD20 [CD13 |CD99 | CD42b |HLA-DR CD244 (2B4) CD150 (SLAM) CD268 (BAFF-R) | Iglight chain A Mouse 1gG2a, k isotype Ctrl
CD2 | CD31 [CD29 |CD94 | CD163 |CX3CR1 integrin B7 CD85j (ILT2) CD122 (IL-2RB) CD328 (Siglec-7) Mouse 1gG2b, k isotype Ctrl
gD CD32 |CD61 |CD84 | CD49b |FceRla CD200 (OX2) CD101 (BB27) CD226 (DNAM-1) | CD270 (HVEM, TR2) Rat IgG2b, k Isotype Ctrl
CD9 | CD69 |CD55 |CD23 | CD49a |TCRa/B CD88 (C5aR) TIGIT (VSTM3) CD303 (BDCA-2) | CD62P (P-Selectin) Rat IgG1, K isotype Ctrl
IgE CD27 |CD18 |CD82 | CD49d |TCRV&2 CD194 (CCR4) |CD335 (NKp46) |CD127 (IL-7Ra) CD103 (Integrin aE) Rat IgG1, A Isotype Ctrl
CD86 | CD1c |CD28 |CD74 | LOX-1 |CLECI12A CD279 (PD-1) |CD183 (CXCR3) |CD115(CSF-1R) | CD274 (B7-H1, PD-L1) Rat IgG2a, k Isotype Ctrl
CD47 | CD64 |CD38 |CD37 | CD109 |HLA-A,B,C |CD195(CCR5) |CD185(CXCR5) |CD172a (SIRPa) | CD304 (Neuropilin-1) Rat 1gG2c, k Isotype Ctrl
CD48 | CD35 |CD45 |CD154 | CD142 |TCRVa7.2 | CD196 (CCR6) |CD223(LAG-3) |CD354(TREM-1) | CD141 (Thrombomodulin) | Armenian Hamster IgG Isotype Ctrl
CD40 | CD39 |CD22 |CDllc | CD162 |CD44 KLRG1 (MAFA) |CD314 (NKG2D) |CD151 (PETA-3) | CD119 (IFN-y R a chain)
CD52 | CD24 |CD71 | CD123 | GPR56 | Podoplanin| CD134 (OX40) |CD137 (4-1BB) | CLECIB (CLEC2) | CD158el (KIR3DL1, NKB1)
Totalseq-C Human Universal cocktail @ & #9MEHR : 130N E #marker+THpE B
CD86 CD14 CD107a CD42b CD45 CD19 CD195 CD278 CD13 CD158el Mouse 1gG1, k isotype Ctrl
CD274 | CD16 CD95 CD54 CD22 CD33 CD32 CD58 CD2 CD319 Mouse 1gG2a, k isotype Ctrl
CD270 | CD25 CD134 CD62P CD71 CD1l1c CD196 CD39 CD226 CD99 Mouse 1gG2b, K isotype Ctrl
CD155 | CD45R0O HLA-DR CD119 CD26 HLA-A,B,C CD185 CX3CR1 CD29 CLEC12A Rat 1gG2b, k Isotype Ctrl
CD112 | CD279 CD1c TCRa/B CD36 CD45RA CD103 CD24 CD303 CD352 Rat IgG1, k isotype Ctrl
CD47 TIGIT CD11b CD122 CD158 CD123 CD69 CD21 CD49b CD9%4 Rat 1gG2a, k Isotype Ctrl
CD48 | CD20 CD64 CD267 CD49a CD7 CD62L CD1la CD81 Ig light chain k | Armenian Hamster IgG Isotype Ctrl
CD40 CD335 CD141 FceRla CD49d CD105 CD161 CD79b IgD CD85j
CD154 | CD31 cbid CDh41 CD73 CD4of CD152 CD244 CD18 CD23
CD52 CD146 CD314 CD137 TCRVa7.2 CCR4 CD223 CD169 CD28 Ig light chain A
CD3 IgM CD35 CD163 TCR V&2 CD4 KLRG1 integrin 37 CD38 CD328
CD8 CD5 CD57 CD83 LOX-1 CD44 CD27 CD268 IL-7Ra GPR56
CD56 CD183 CD272 CD124 CD158b HLA-E CD82 CDh101 CD88 CD224
Totalseq-A%%mouse panel
CD4 |CD69 [JAML [CD103 |[FceRla [PIR - A/B CD357 (GITR) |CD117 (c - kit) |TCRVPS.1,8.2 CD159a (NKG2AB6) 4 - 1BB Ligand (CD137L)
CD5 |CD86 [DLL1 |CD106 |NK- 1.1 |Notch4 CD150 (SLAM) |CD15 (SSEA - 1) |TCRVP5.1,5.2 Ly - 6G/Ly - 6C (Gr- 1) | CD85k (gp49 Receptor)
CD3 |CD28 |CD40 |CD152 |CD45.2 |SiglecH CD196 (CCR6) |CD335 (NKp46) |CD172a (SIRPa) CD62P (P - selectin) TER - 119/Erythroid Cells
IgM |CD24 |CD31 |CD163 |CD45.1 |MAdCAM -1 | KLRG1 (MAFA) |CD134 (OX - 40) |CD169/Siglec -1 | CD300LG (Nepmucin) H - 2Kb bound to SIINFEKL
gD [CD14 |[CD61 [CD49b |CD90.1 |rat XCR1 CD195 (CCR5) |TCRVyl.1/Cr4 |CD326 (Ep - CAM) | CD138 (Syndecan - 1) Folate Receptor B (FR - B)
CD9 |CD48 |CD51 |CD207 |[P2RY12 [ratCD29 CD197 (CCR7) |CD183 (CXCR3) |DR3 (TNFRSF25) Mac - 2 (Galectin - 3) TLR4 (CD284)/MD2 Complex
CD2 |CD71 |CD94 |CXCR4 |CX3CR1 |CD45R/B220 | CD192 (CCR2) |CD200R (OX2R) |CD226 (DNAM - 1) | CD21/CD35 (CR2/CR1) CD120b (TNF R Type II/p75)
CD8a |CD41 |Ly - 6C|Tim - 4 |CD301b |CD55 (DAF) CD201 (EPCR) |CD314 (NKG2D) |IL - 21 Receptor | CD1d (CD1.1,Ly - 38) Panendothelial Cell Antigen
CD44 |CD36 |CD11b|CD11a |CD140a |CD95 (Fas) | CCR3(CD193) |CD185(CXCR5) |CAT - 1(SLC7A1) | CD252 (OX40 Ligand) CD93 (AA4.1, early B lineage)
CD54 |CD38 |Ly - 6G|CD105 |Ly - 49A |CD200 (OX2) | CD194 (CCR4) |TIGIT (Vstm3) CD124 (IL - 4Ra) | CD274 (B7 - H1,PD - L1) | Mouse IgG1, k isotype Ctrl
CD73 |CD63 |CD49f |P2X7R |GITR - L [TCR B chain | CD278 (ICOS) |CD182 (CXCR2) |CD202b (Tie -2) | CD204 (Scavenger R1) Mouse 1gG2a, k isotype Ctrl
CD19 |CD68 |CD49d |Ly49H |CD16/32 [integrin B7 CD199 (CCR9) |CD253 (TRAIL) |Ly - 6A/E (Sca - 1) | CD304 (Neuropilin - 1) Mouse 1gG2b, k isotype Ctrl
CD45 |CD83 |cD135 [Ly49G [l - A/l - E|cD8b (Ly - 3)| CD272 (BTLA) [CD186 (CXCR6) |CD371 (CLEC12A) | CD317 (BST2,PDCA - 1) | RatIgG2b, k Isotype Ctrl
CD25 |ESAM |CD102 |Ly49D |TCRYy/8 |CD79b (IgB) | CD26 (DPP - 4) |CD365 (Tim - 1) |CD107a (LAMP - 1)| CD273 (B7 - DC, PD - L2) | Rat IgG1, k isotype Ctrl
CD23|CD22 [CD11c [CD49a [TCRVy3 [MERTK (Mer) | CD270 (HVEM) [CD157 (BST - 1) |CD205 (DEC - 205) | CD309 (VEGFR2, Flk - 1) | Rat IgG1, A Isotype Ctrl
CD43|CD39 |CD62L |Ly108 |TCRVy2 [ENPP1(PC1) | CD198(CCR8) |CD115 (CSF - 1R)|CD215 (IL - 15Ra) | CD370 (CLEC9A, DNGR1) | RatlgG2a, k Isotype Ctrl
CD27|CD80 |[F4/80 |CD160 |Notch1 |CD155 (PVR) | CD178 (FasL) |CD127 (IL - 7Ra) |CD170 (Siglec - F) | IL - 33Ra (IL1RL1, ST2) Rat 1gG2c, k Isotype Ctrl
CD20|CD34 |CD137 |CD90.23|CD200R3|CD279 (PD - 1)| CD366 (Tim - 3)|CD122 (IL - 2RP) | CD339 (Jagged 1) | CD300c/CD300d/MAIR - Il | Armenian Hamster IgG Isotype Ctrl
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